FIGURE lA 



Amino acid sequence of human CCR5 [SEQ ID NO: 1]: 

1 MDYQVSSPIY DINYYTSEPC QKINVKQIAA RLLPPLYSLV FIFGFVGNML VILILINC KR 
N-Terminus Transmembrane Domain 1 

61 LKSMTDIYL L NLAISDLFFL LTVPFWAHYA AAQWDFGNTM CQ LLTGLYFI GFFSGIFFII 
LOOP 1 Transmembrane Domain 2 Loop 2 Transmembrane Domain 3 

121 LLTID RYLAV VHAVFALKAR TVTFGWTSV ITWWAVFAS LPGIIF TRSQ KEGLHYTCSS 
Loop 3 Transmembrane Domain 4 Loop 4 

181 HFPYSQYQFW KNFQTLKI VI LGLVLPLLVM VICYSQIL KT LLRCRNEKKR HRAVR LIFTI 
Transmembrane Domain 5 Loop 5 

241 MIVYFLFWAP YNIVLLLNTF QEPPGLNtTCS SSMRLDQ AMQ VTETLGMTHC CINPIIYAFV 
Transmembrane Domain 6 Loop 6 Transmembrane Domain 7 

3 01 GEKFRNYLLV FFQKHIAKRF CKCCSIFQQE APERASSVYT RSTGEQEISV GL 
C-Terminus 



FIGURE IB 

Peptide fragments derived from Iiuman CCR5 tliat are used as target peptides: 

N-terminal fragment [SEQ ID NO: 8]: 
MDYQVSSPIYDINYYTSEPCQKINVKQIAARLLPPL 

Loop 4 fragment [SEQ ID NO: 9]: 
TRSQKEGLHYTCSSHFPYSQYQFWKNFQTLKI 

Loop 6 fragment [SEQ ID NO: 3]: 
EFFGLNNCS S SNRLDQAMQVTETLGMTHC 



FIGURE IC 
A model of the secondary structure of human CCR5: 




FIGURE 2A 




Selection of Clones Indicating 

Positive Binding Between 

the scFv antibody and the Target 



FIGURE 2B 
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FIGURE 4 



PCR product from 

the selected library clone 
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Target expression vector 
in a-type yeast strain 



In a-type yeast strain 



Screening in yeast by mating and isolating high affinity clones 
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DNA sequence of clone 15.186.35 scFv against N-terminus fragment of human CCR5 [SEQ ID 
NO: 16]: 

CAGGTTACCTTGAAGGAGTCTGGTCCTACGTTGGTGAAACCCACACAGACCCTCACGCTGACCTGCACCTTGTCTGGGTT 
CTCACTCAGCACTAGTGGAGTGAGTGTGGGCTGGATCCGTCAGCCCCCAGGAAAGGCCCTTGAGTGGCTTGCAAGCATAA 
ATTGGAATGATGATAAGTGCTACAGCCCATCTCTGAAAAGCAGGCTCACCATCACCAAGgACACCCCCaAAAACCAGGTG 
GTCCTTGCAATGAGCAACATGGACCCTGCGGACACAGCCACATATTCCTGTGCACTCGATATGCCCCCCCATGATAGTGG 
CCCGCAATCTTTTGATGCTTCTGATGTCTGGGGCCCAGGGACAATGGTCACCGTCTCTTCAGGCGGTGGTGGATCAGGCG 
GCGGAGGATCTGGCGGAGGTGGCAGCGGTGGTGGAGGCAGTTCCTATGAGCTGATGCAGCTACCCTCAGTGTCCGTGTCC 
CCAGGACAGACAGCCAGCATCACCTGCTCTGGAGATAATTTGGGGGATAAATATGCCTGCTGGTATCAACAGAAGCCAGG 
CCGGTCCCCTGTGCTGGTCATTTATGGAGATAACAAGCGGCCCTCAGGGATCCCTGAGCGATTCTCTGGCTCCAACTCTG 
GGAACACAGCCACTCTGACCATCAGCGGGACCCAGGCTATGGATGAGGCTGACTATTACTGTCAGGCGTGGGACACCAGC 
Q ACTGCTGTCTTCGGAACTGGGACCAAGCTCACCGTCCTA 

di 

Si Amino acid sequence of clone 15.186.35 scFv against N-terminus fragment of human CCR5 
h [SEQ ID NO: 17]: 

01 

y I QVTLKESGPTLVKPTQTLTLTCTLSGF.SLS TSGVS VGWIRQPPGKALEWLAS INWNDDKCYS PS LKS RLT ITKDTPKNQV 
m VIJU«SimDPADTATYSCALDMPPHDSGPQSFDASDVWGPGTMVTVSSGGGGSGGGGSGGGGSGGGGSSYEm 
^ PGQTAS I TCSGDNLGDKYACWYQQKPGRS PVLVI YGDNKRPSGI PERFSGSNSGNTATLTI SGTQAMDEADYYCQAWDTS 
TAVFGTGTKLTVL 

m 

Q 

DNA sequence of clone 15.150.11 scFv against loop 6 fragment of human CCR5 [SEQ ID NO: 
* 181: 



CTCCATCGGTCATGACTACTGGAGCTGGATACGGCAGCCCCCAGGGGAGGGACTGGAGTGGATTGGTTTCATCTTCTTCG 
ATGGGAGCACCAACTACAACCCCTCCCTCAACGGTCGAGtCACCATCTCACTCGACACGTCGAAGAATCAGCTCTCCCTG 

CCCTTACTTCAGCTCCGACGGCATGGACGTCTGGGGCCAAGGGACCACGGTCACCGTCCCCTCAGGCGGTGGTGGATCAG 
GCGGCGGAGGATCTGGCGGAGGTGGCAGCGGTGGTGGAGGCAGTAATTTTATGCTGACTCAGCCCCCCTCAGCGTCTGGG 



ACTCCCAGGAACGGCCCCCAAACTCCTCATCTATAGTAATAATCAGCGGCCCTCAGGGGTCCCTGACCGATTCTCTGGCT 
TCAAGTCTGGCACCTCAGCCTCCCTGGTCATCAGTGGCCTCCAGTCTGAGGATGAGGCTGATTATTATTGTGCAGCATGG 
GATGAGAGCCTGAATGGTGTGGTGTTCGGCGGAGGACCAAGG 



Amino acid sequence of clone 15.150.11 scFV against loop 6 fragment of human CCR5 [SEQ 
ID NO: 19]: 

QVQLQESGPGLVKPSETLSLTCTVSGGSIGHDYWSWIRQPPGEGLEWIGFIFFDGSTNYNPSLNGRVTISLDTSKNQLSL 
RLTSVTAADTAVYFCARLKGAWLLSEPPYFSSDGMDVWGQGTTVTVPSGGGGSGGGGSGGGGSGGGGSNFMLTQPPSASG 
TPGQRVSISCSGSSSDIGSSrrVNWYQQLPGTAPKLLIYSNNQRPSGVPDRFSGFKSGTSASLVISGLQSEDEADYYCAAW 
DESLNGWFGGGPR 



FIGURE 5 (cont.^ 



DNA sequence of clone 15.150.12 scFv against loop 6 fragment of human CCR5 [SEQ ID NO: 
201: 

CAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGTCTTGGGGAACCCTGTCCCTCACCTGCGCTGTCTCTGGTGC 
GTCGTTTAGTGGTtATTATTGGAGCTGGATCCGCCAGCCCCCAGGgAAGGGGCTGGAGTGGATTGGGGAGATCAATCATC 
GTGGAAGCACTACCTACAACCCGTCCCTCGACGGTCGAGTCACCATATCATTAGACAaVTCTACCaACCAGATCTCCCTT 
AAACTGACCTCTATGACCGCCGCGGACACGGCCGTGTATTACTGTGCGAGGACAGTGGCTGGTACTAGTGACTACTGGGG 
CCAGGGAACCCTGGTCACCGTTTCCTCAGGGAGTGCATCCGCCCCAACGGGCGGT6GTGGATCAGGCGGCGGAGGATCTG 
GCGGAGGTGGCAGCGGTGGTGGAGGCAGTAAAACGACACTCACGCAGTCTCCAGCATTCATGTCAGCGACTCCAGGAGAC 
AAAGTCAGCATCTCCTGCAAAGCCAGCCGAGACGTTGATGATGATGTGAACTGGTACCAACAGAGACCAGGAGAAGCTCC 

s TATTTTcATTATTGAAGATGCTACTACTCTCGTTCcTGGAATCTCACCTCGATTCAGTGGCAGCGGGTATGGAACCGATT 

PI TTACCCTCACAATTAATAACa^CGATTCTGAGGATGCTGCATATTATTTC 

H TTCGGCGGAGGGACCAAGGTGGAGATCAAA 

Q 

H Amino acid sequence of clone 15.150.12 scFv against loop 6 fragment of human CCR5 [SEQ 

fflroNO:21]: 

01 

51 QVQLQQWGAGLLKSWGTLSLTCAVSGASFSGYYWSWIRQPPGKGLEWIGEINHRGSTTYNPSLDGRVTISLDTSTtTQISL 
» KLTS^^'AADTAWYCARTVAGTSDyWGQGTLVTVSSGSASAPTGGGGSGGGGSGGGGSGGGGSKTTLTQSPAFMSATPGD 
q KVSISCKASRDVDDDVNWYQQRPGEAPIFIIEDATTLVPGISPRFSGSGYGTDFTLTINNIDSEDAAYYFCLQHDNFPLT 
ry FGGGTKVEIK 



SI DNA sequence of clone 15.150.24 scFv against loop 6 fragment of human CCR5 [SEQ ID NO: 
22]: 

CAGGTCACCTTGAAGGAGTCTGGTCCTACGCTGGTGAAACCCACACAGACCCTCACGCTGACCTGCACCTTCTCTGGGTT 
CTCACTCAGAACTACTGGAGAGGGTGTGGGCTGGGTCCGTCAGCCCCCAGGAAAGGCCCTGGAATGGCTTGCACTCATTT 
ATTGGGATGATGATAAGCGCTACAGCCCATCTCTGAAGAGCAGGCTCACCATCACCAAGGACACCTCCAAAAAGCAGGTG 
GTCCTTACAATGACCAACGTGGACCCAGCGGACACAGCCACCTATTACTGTACACACGAGCAATACTATTATGATACTAG 
TGGTCAGCCATACTACTTTGACTTCTGGGGCCAGGGCACCCTGGTCACCGTCTCCTCAGGCGGTGGTGGATCAGGCGGCG 
GAGGATCTGGCGGAGGTGGCAGCGGTGGTGGAGGCAGTAACATCCAGGTGACCCAGTCTCCATCCTCCCTGTCTGCATCT 
GTAGGAGACAGAGTCACCATGACTTGCCGGGCGAGTCAGGACATTAGGAAGAATTTAAATTGGTATCAGCAAAAACCAGG 
GAAAGCCCCTAAGGTCCTGATCTACGATGCATCCGATTTGGAAACAGGGATCCCATCAAGGTTCAGTGGAAGTGGATCTG 
GGACAGATTTTATCCTCACCATCAGCAGCCTGCy^GCCTGAAGATATTGCAACATACTACTGTO^CAGTCTGATTATTTA 
CCGCTCACTTTCGGCGGAGGGACCAAAGTGGATATCAAA 

Amino acid sequence of clone 15.150.24 scFv against loop 6 fragment of human CCR5 [SEQ 
ID NO: 23]: 

QVTLKESGPTLVKPTQTLTLTCTFSGFSLRTTGEGVGWVRQPPGKALEWLALIYWDDDKRYSPSLKSRLTITKDTSKKQV 
VLTMTNVDPADTATYYCTHEQYYYDTSGQPYYFDFWGQGTLVTVSSGGGGSGGGGSGGGGSGGGGSNIQVTQSPSSLSAS 
VGDRVTMTCRASQDIRKNLNWYQQKPGKAPBCVLIYDASDLETGIPSRFSGSGSGTDFILTISSLQPEDIATYYCQQSDYL 
PLTFGGGTKVDK. 



FIGURE 6 



DNA sequence of a variant of clone 15.186.35 scFv against N-terminus fragment of human 
CCR5 [SEQ ID NO: 24}: 

caggtcaccttgaaggagtctggtcctacgttggtgaaacccacacagaccctcacgctgacctgcaccttgtctgggtt 
ctcactcagcactagtggagtgagtgtgggctggatccgtcagcccccaggaaaggcccttgagtggcttgcaagcataa 
attggaatgatgataagtgctacagcccatctctgaaaagcaggctcaccatcaccaaggacacccccaaaaaccaggtg 
gtccttgcaatgagcaacatggaccctgcggacacagccacatattcctgtgcactcgatatgcccccccatgatagtgg 
cccgcaatcttttgatgcttctgatgtctggggcccagggacaatggtcaccgtctcttcaggcggtggtggatcaggcg 
gcggaggatctggcggaggtggcagcggtggtggaggcagttcctatgagctgatgcagctaccctcagtgtccgtgtcc 
ccaggacagacagccagcatcacctgctctggagataatttgggggataaatatgcctgctggtatcaacagaagccagg 
i .,ccggtcccctgtgctggtcatttatggagataacaagcggccctcagggatccctgagcgattctctggctccaactctg 
^IJggaacacagccactctgaccatcagcgggacccaggctatggatgaggctgactattactgtcaggcgtgggacaccagc 

yACTGCTGTCTTCGGAACTGGGACCAAGCTCACCGTCCTA 

B 

"'1 Amino acid sequence of a variant of clone 15.186.35 scFv against N-terminus fragment of 
Njhuman CCR5 [SEQ ID NO: 25]: 

t'.i 

fflQVTLKESGPTLVKPTQTLTLTCTLSGFSLSTSGVSVGWIRQPPGKALEWIJ^IimiDDKCYSPSLKSRLTITKDTPKNQV 

OIVLAMSNMDPADTATYSCALDMPPHDSGPQSFDASDVWGPGTMVTVSSGGGGSGGGGSGGGGSGGG^ 

g PGQTASITCSGDNLGDKYACWYQQKPGRSPVLVIYGDNKRPSGIPERFSGSNSGNTATLTISGTQAMDEADYYCQAWDTS 

f:|TAVFGTGTKLTVL 

u 

r|DNA sequence of a variant of clone 15.150.11 scFv against loop 6 fragment of human CCR5 

ii|[SEQ ID NO: 26]: 

CAGGTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCTTCGGAGACCCTGTCCCTCACTTGCACTGTCTCTGGTGG 
CTCCATCGGTCATGACTACTGGAGCTGGATACGGCAGCCCCCAGGGGAGGGACTGGAGTGGATTGGTTTCATCTTCTTCG 
ATGGGAGCACCAACTACAACCCCTCCCTCAACGGTCGAGtCACCATCTCACTCGACACGTCGAAGAATCAGCTCTCCCTG 
AGGCTGACCTCTGTGACCGCTGCGGACACGGCCGTGTATTTCTGTGCGAGACTAAAGGGGGCGTGGTTATTGTCTGAACC 
CCCTTACTTCAGCTCCGACGGCATGGACGTCTGGGGCCAAGGGACCACGGTCACCGTCTCCTCAGGCGGTGGTGGATCAG 
GCGGCGGAGGATCTGGCGGAGGTGGCAGCGGTGGTGGAGGCAGTAATTTTATGCTGACTCAGCCCCCCTCAGCGTCTGGG 
ACCCCCGGGCAGAGGGTCAGCATCTCTTGTTCTGGGAGCAGCTCCGACATCGGAAGTAATACTGTAAACTGGTACCAGCA 
ACTCCCAGGAACGGCCCCCAAACTCCTCATCTATAGTAATAATCAGCGGCCCTCAGGGGTCCCTGACCGATTCTCTGGCT 
TCAAGTCTGGCACCTCAGCCTCCCTGGTCATCAGTGGCCTCCAGTCTGAGGATGAGGCTGATTATTATTGTGCAGCATGG 
GATGAGAGCCTGAATGGTGTGGTGTTCGGCGGAGGAACCAAGGTGACCGTCCTA 



Amino acid sequence of a variant of clone 15.150.11 scFv against loop 6 fragment of human 
CCR5[SEQIDNO:27]: 

QVQLQESGPGLVKPSETLSLTCTVSGGSIGHDYWSWIRQPPGEGLEWIGFIFFDGSTNYNPSLNGRVTISLDTSKNQLSL 
RLTSVTAADTAVYFCARLKGAWLLSEPPYFSSDGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSGGGGSNFMLTQPPSASG 
TPGQRVSISCSGSSSDIGSNTVNWYQQLPGTAPKLLIYSNNQRPSGVPDRFSGFKSGTSASLVISGLQSEDEADYYCAAW 
DESLNGWFGGGTKVTVL 



FIGURE 6 (cont.) 



DNA sequence of a variant of clone 15.150.12 scFv against loop 6 fragment of human CCR5 
ISEQIDNO:28]: 

CAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGTCTTGGGGAACCCTGTCCCTCACCTGCGCTGTCTCTGGTGC 
GTCGTTTAGTGGTtATTATTGGAGCTGGATCCGCCAGCCCCCAGGgAAGGGGCTGGAGTGGATTGGGGAGATCAATCATC 
GTCGAAGCACTACCTAO^CCCGTCCCTCGACGGTCGAGTCACO^TATCATTAGACACATCTACCyiACCAGATCTCCCTT 
AAACTGACCTCTATGACCGCCGCGGACACGGCCGTGTATTACTGTGCGAGGACAGTGGCTGGTACTAGTGACTACTGGGG 
CCAGGGAACCCTGGTCACCGTTTCCTCAGGGAGTGCATCCGCCCCAACGGGCGGTGGTGGATCAGGCGGCGGAGGATCTG 
GCGGAGGTGGCAGCGGTGGTGGAGGCAGTGAAACGACACTCACGCAGTCTCCAGCATTCATGTCAGCGACTCCAGGAGAC 
AAAGTCAGCATCTCCTGCAAAGCCAGCCGAGACGTTGATGATGATGTGAACTGGTACCAACAGAGACCAGGAGAAGCTCc 
TATTTTcATTATTGAAGATGCTACTACTCTCGTTCcTGGAATCTCACCTCGATTCAGTGGCAGCGGGTATGGAACCGATT 

^ TTACCCTCACAATTAATAAa^TCGATTCTGAGGATGCTGO^TATTATTTCTGTCTACy^CATGATAATTTCCCGCTCACC 

y TTCGGCGGAGGGACCAAGGTGGAGATCAAA 

Q 

H 

1 4 Amino acid sequence of a variant of clone 15.150.12 scFv against loop 6 fragment of human 
0! CCR5 [SEQIDNO:29]: 

f= 

91 QVQLQQWGAGLLKSWGTLSLTCAVSGASFSGYYWSWIRQPPGKGLEWIGEIMmGSTTYNPSLDGRVTISLDTSTNQISL 
s KLTSMTAADTAWYCARTVAGTSDYWGQGTLVTVSSGSASAPTGGGGSGGGGSGGGGSGGGGSETTLTQSPAFMSATPGD 
O KVSISCKASRDVDDDVNWYQQRPGEAPIFIIEDATTLVPGISPRFSGSGYGTDFTLTINNIDSEDAAYYFCLQHDNFPLT 
FGGGTKVEIK 



m DNA sequence of a variant of clone 15.150.24 scFv against loop 6 fragment of human CCR5 
[SEQ ID NO: 301: 

CAGGTCACCTTGAAGGAGTCTGGTCCTACGCTGGTGAAACCCACACAGACCCTCACGCTGACCTGCACCTTCTCTGGGTT 

CTCACTCAGAACTACTGGAGAGGGTGTGGGCTGGGTCCGTCAGCCCCCAGGAAAGGCCCTGGAATGGCTTGCACTCATTT 

ATTGGGATGATGATAAGCGCTACAGCCCATCTCTGAAGAGCAGGCTCACCATCACCAAGGACACCTCCAAAAAGCAGGTG 

GTCCTTACAATGACCAACGTGGACCCAGCGGACACAGCCACCTATTACTGTACACACGAGCAATACTATTATGATACTAG 

TGGTCAGCCATACTACTTTGACTTCTGGGGCCAGGGCACCCTGGTCACCGTCTCCTCAGGCGGTGGTGGATCAGGCGGCG 

GAGGATCTGGCGGAGGTGGCAGCGGTGGTGGAGGCAGTAACATCCAGGTGACCCAGTCTCCATCCTCCCTGTCTGCATCT 

GTAGGAGACAGAGTCaCa\TGACTTGCCGGGCGAGTCAGGACATTAGGAAGAATTTAAATTGGTATCAGCAAAAACCAGG 

GAAAGCCCCTAAGGTCCTGATCTACGATGCATCCGATTTGGAAACAGGGATCCCATCAAGGTTCAGTGGAAGTGGATCTG 

GGACAGATTTTATCCrCACCATCa.GC:AGCCTGCAGCCTGAAGATATTGa^CATACTACTGTCUVACAGTCTGATTATO 

CCGCTCACTTTCGGCGGAGGGACCAAAGTGGATATCAJ\A 



Amino acid sequence of a variant of clone 15.150.24 scFv against loop 6 fragment of human 
CCR5 [SEQ ID NO: 31]: 

QVTLKESGPTLVKPTQTLTLTCTFSGFSLRTTGEGVGWVRQPPGKALEWLALIYWDDDKRYSPSLKSRLTITKDTSKKQV 
VLTMTNVDPADTATYYCTHEQYYYDTSGQPYYFDFWGQGTLVTVSSGGGGSGGGGSGGGGSGGGGSNIQVTQSPSSLSAS 
VGDRVTMTCRASQDIRKNLNWYQQKPGKAPKVLIYDASDLETGIPSRFSGSGSGTDFILTISSLQPEDIATYYCQQSDYL 
PLTFGGGTKVDIK 



FIGURES 



Amino acid sequences of variable regions of clone 15.186.35 scFV against N-terminus fragment 
ofhuman CCR5 

Vh region [SEQ ID NO: 34]: 

QVTLKESGPTLVKPTQTLTLTCTLSGFSLSTSGVSVGWIRQPPGKALEWLASINWNDDKCYSPSLKSRLTITKDTPKNQV 
VLAMSNMDPADTATYSCALDMPPHDSGPQSFDASDWGPGTMVTVSS 



Vl region [SEQ ID NO: 35]: 

SYELMQLPSVSVSPGQTASITCSGDNLGDKYACWYQQKPGRSPVLVIYGDNKRPSGIPERFSGSNSGNTATLTISGTQAM 
14 DEADYYCQAWDTSTAVFGTGTKLTVL 

c;l 

S] Partial amino acid sequences of variable regions of clone 15.150.11 scFv against loop 6 
N fragment of human CCR5 

- ■ Vh region [SEQ ID NO: 36]: 

yi QVQLQESGPGLVKPSETLSLTCTVSGGSIGHDYWSWIRQPPGEGLEWIGFIFFDGSTNYNPSLNGRVTISLDTSKNQLSL 
s RLTS VTAADTAVYFCARLKGAWLLSEPP YFS SDGMDVWGQGTTVTV 

a 

Ci Vl region [SEQ ID NO: 37]: 

ffl NFMLTQPPSAXGTPGQRVSISCSGSSSDIGSNTVNWYQQLPGTAPKLLIYSNNQRPSGVPDRFSGFKSGTSASLVISGLQ 
Q SEDEADYYCAAWDESLNGWFGGG 

Partial amino acid sequences of variable regions of clone 15.150.12 scFv against loop 6 
fragment of human CCR5 

Vh region [SEQ ID NO: 38]: 

QVQLQQWGAGLLKSWGTLSLTCAVSGASFSGYYWSWIRQPPGKGLEWIGEINHRGSTTYNPSLDGRVTISLDTSTNQISL 
KLTSMTAADTAVYYCARTVAGTSDYWGQGTLVTVSS 

Vl region [SEQ ID NO: 39]: 

TTLTQSPAFMSATPGDKVSISCKASRDVDDDVNWYQQRPGEAPIFIIEDATTLVPGISPRFSGSGYGTDFTLTINNIDS 
EDAAYYFCLQHDNFPLTFGGGTKVEIK 



Amino acid sequences of variable regions of clone 15.150.24 scFv against loop 6 fragment of 
human CCR5 

Vh region [SEQ ID NO: 40]: 

QVTLKESGPTLVKPTQTLTLTCTFSGFSLRTTGEGVGWVRQPPGKALEWLALIYWDDDKRYSPSLKSRLTITKDTSKKQV 
VLTMTNVDPADTATYYCTHEQYYYDTSGQPYYFDFWGQGTLVTVSS 

Vl region [SEQ ID NO: 41]: 

NIQVTQSPSSLSASVGDRVTMTCRASQDIRKNLNWYQQKPGKAPKVLIYDASDLETGIPSRFSGSGSGTDFILTISSLQP 
EDIATYYCQQSDYLPLTFGGGTKVDIK 
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FIGURE 13 
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FIGURE 14 
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